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Supplementary Fig. 1. Validation of transfection efficiency of oe-TSC2 and sh-TSC2 plasmids. Compared with the Control group, *** P < 0.001, and **** P < 0.0001.
[image: Supplementary Figure 2]
Supplementary Fig. 2. The KEGG metabolic pathway network diagram of mTOR signaling pathway (PATHWAY: map04150), based on Kyoto Encyclopedia of Genes and Genomes (KEGG) database (https://www.kegg.jp/pathway/map04150). The red box indicated that TSC2 was located at the central hub of the mTOR signaling pathway. The green boxes of Tel2, GATOR2, PDK1 and mLST8 represented TELO2, WDR24, PDPK1 and MLST8, respectively.
[image: Figure S2]
Supplementary Fig. 3. Flow cytometry analysis for the cell cycle in adrenal tissues. (A) Under oe-TSC2 treatment. (B) Under sh-TSC2 treatment.
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